Secondary Structure: large subunit ribosomal RNA - 3’ half
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TO CONVERT: MAKE THESE CHANGES: Escherichia coli
Keep large closed (D version -- Change Master)
circle symbol under . .
noted conditions B->D Domain: Bacteria
Kingdom: Purple Bacteria
Order: gamma
A->D
Release: April 1999
Individual diagrams may not require all marked changes. (301695)

Thicken all connector lines to width = 2.00.



