Secondary Structure: Group | intron

A 5- UCAAGUCAAAAUCCUUUCUAUGCAAAUAAGUAACAUAAGAAAAUAUACUU
CUAUUACAACCCACAAGCCAUUAACUAUUACGAAACUUCAAUCUAGUUUA
AAUCCAUGAUUUUUAACAGGGUUUUCUUUUUUUUUUAUAUUCAUAAAAAA
ACAGCAGAAGGAUCUUUUUCUAUUUUGAUUCAAACUAAUAAUAAAUAUGC
UACAGGUUGAAGAAUUAAACCUAUAUUUACUAUAGGGUUACAUAAAAAAG
ACCUAGAUUUAUUGAACAAAAUUCAAUCUUAUUUAGGUAUAGGUAAAAUU
CAUAUUCACGGUAAAGAUUCUAUACAAUUUCGUGUAGAUUCCUUGAAGGA
UUUACAAAUUCUUUUAAAUCAUUUUGAGAACUUUCCACUUGUAACGGCUA
AACUAGCUGAUUAUAUUUUAUUUAAGAAAGCUUUUGACAUAAUUCUUCUA
AAAGAACAUUUGUCUCAAGAAGGUCUGUUAAAAUUAGUAGGAAUAAAAGC
AUCACUAAAUUUAGGACUUAAUCAAAAUAUAAAAAAAGCGUUUUCUAAUU
GAGAAGAAUUACAAGUCAAUAGACCUAAUUAUACUUUUAAAAGUAUACCC
GAUUCAAAUUGAAUGGCAGGAUUUGCUAGUGGAGAUAGUAGCUUUAAUAU
AAAAACAAGUAAAUCGACUACUAGUGCAUUAGGUCAAAGAGUUCAAUUAA
GAUUCGCGAUAGAAUUAAAUAUCAGAGAAAAGGAUUUUGUAGAACAUUUA
CCUGCUUAUUUUAAGUUAAGGGAUCCUUUAAAAAAUGUAUAUAUUGAUAA
UAAGGUUGCAAGAUUUCAAAUAGUAAACUAUUUUGACAUUACAGAUAAAA
UCCUUCCUUUUUUUGAAAAGUAUUUAAUACAAGGUAAAAAAAGUUUAGAU
UUUAUAAGUUUUAAAGAGGUAGCCUUAAUUAUUAAGAAUAAAGAUCAUUU
AAAUUUAGAAGGCUUUAAAGAAAUAUUAGAUAUAAAAGAUAGAAUGAACA
AGUAAUAGGAAAAAAAAAUUAAAGUACAUUUAAUCUAUUUACUUAUUUGU
ACGAUAAAUUUGAUCGCU .3
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Cordyceps heteropoda:

Mitochondrion SSUrRNA (1210,i1)
(AB027349) (IC2)
1.cellular organisms 2.Eukaryota 3.eukaryote crown group
4.Fungi/Metazoa group 5.Fungi 6.Ascomycota
7.Hypocreales 8.Clavicipitaceae 9.Cordyceps
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