Secondary Structure: Group Il intron

Ei 5'- GGACGAGAUCUAAUAGAGACAAUAAGCUACGAAGGAUACCUGGACGUGAU

ACUACCUUAAUUAAGGUUUGUCUCUAAGUUUUUUUAAUUAAUGGUUAGGU
AUAUAAUUGUGUUGUUUGCUUAAUCUUAAGGUUUAUAAGGAAAAAAUUAU
AAAAUAAAGAUGGUAAUUUUUGAAAAAGAAAUUAAAAGUAAAAACUCUAA
UCCUGGUAUCAUAACAGUAGCAGAUUAUCCUAAAACAGGCGUCGUUCGCU

Gucay] EBS1 CCGAAAAAACUAAAGAGAAAAAGUUAAUAUUAAAUCCGUGAUUUAUUACG
G ACAUAC |— GGACUUGUAGACGCAGAGGGUAGUUUUGUAGUGAAUAUUGUUAAAGAUUC
A ] " AAGUAAGAGCUUAGGUUUUUUUGUUUUACCUUAUUUUGAGAUUGCGCUUA
c._ AUGAAAAAGAUCGAGAUCUUUUGACAGGGAUACAAGAUUAUUUAGGUAUU
u—a GGUAACAUAACUUUUAAUUCAUCUGACAAUACUUUUAAAUUAAAGGUGUC
U-—A UGGUUUAGAUGGAUUGAGUAAUAUAGUUAUUCGACAUUUCCAGCAAUAUU
AZU AUUUACUAAGUAAAAACGUACCGAUUUUGCAAUUGUUUAGCCGUGUUGUA
¢-¢ GGAAUAAUGAAAAGUGGAGAUCAUCUUAACCUUAAAGGUUUCCAGGAAAU
A-U AGUAAACAUAAGAGCUUCAUUAAACUUAGGUUUAAGUGAUAAACUAAAAG
A u-a CUUAUUUUCCUGAGACCUUGCCUGUGGUUAGACCGGAAUUUAAUAUAAAA
U AZU AGCAUUCCAGAUCCUUGAUGAUUAGCAGGAUUUACUGAAGGUGAGUCUUG
u . A-U UUUUUUUAUUCCCCUCCGGAGAGCAGUGCCUCCUCUGAAGGGGGCGCAAG
c Ll’ ‘|3 ?’I“: ¢ ——u-a CCAGAGUUUAUAAAUCGGUAAAGUCUAAACAAGGUUUUGCUGUGCAAUUA
EBS2 GCAUUUACAAUAACUCAACAUUCAAGGGAUAAAGAGUUAUUAAAUGUUAU
A accuuvu, AGCUCAAUUUUUGGAGUGUGGAAGAGUUGCGGAUCGUUCAAAUGGUGGUG
U Cac CUUGUGAUUUCAUAGUGAAUUCCAUCAAGGACUUAAAAAAUAAAAUUAUA
ClArAAGAG CCUUUCUUUAAUAAAUAUCCUCUUUUGGGUACAAAAAGUUUAAACUAUCA
s AGAUUUUGUAAAAGUUUUUGAGUUAAUGGAUACAAAAAAACAUUUAACUC
GAy.d o AAGAUGGUUUAGCUACCAUAAUAAAAAUUAAAUCGGGGAUGAAUACAGGA
G—c AGAAUUCAACUUGAUACUUAAUAAUAUUGAUGAGCUUGUGCCCUCAAUAA
c—o UAAAAUUUUACGUUUAUUAAGAUUAAAUUAUAGUAUUAAUCUUAAUAUAG
U—a CUGACUUAACAUGCGGCAUAAAUUGGCAAAGAAGGGUGAUAAGUAUGUUA
U—a GAAUAAACCUUUUUUUGCUUGGGGCGAGGGCUCCUGUA 3
c-oc
Gy
A A
G U A
A
li\ G A
A
A—U
AR A Ac-sc c-¢c
A A G—cC u—a
u—a A—U
A—U u—a
c—c G—c GGGCGCAACGUCUUC
A—U A U AUUAAAGAGGUAACA
c U A UAUAAGGUUAUAUGC
A UGAAGUUGUUAUAGC
5 AAGU AAAGCAAAUGCUUAACUUAG
N N AUUUCAAUUGAAGUAAAUCU
N cCcG AGGUUAUAGAUAAAGACGUA
A A-U AAGUUAACAUUAUUGAUAAA
v A—U AAGUUUAAAGAGGAUAUAUA
S G—cC UUAAUAGAAAUGCGAUUAGU
c—c Z UAGA
U
u
A
A A 0
G A A G A
UAUUUG A A CUUG
L B | [ a
GUAGGC o, GAAC
u
G
Ve
c—c=""a" /ey
o el VI
c—-6 U GA A A C—G A U
u-G Ua O—n
A-U c—e¢
U=Ay KR
u-c
c-oc
c-oc
IBS1 A A
cucuuu U ¥ N
a c
v v c-6
A—U
¢ A G-u
ry o-c
A A G
AU N v G A
G u
u e Cryphonectrla parasitica str. Ep 155:
o e Mitochondrion SSUrRNA[i3,952
Iirocnondarion r lo,
A A
iBS2 JA (AF029891) (1IB)
c u
1.Eukaryota 2.eukaryote crown group
G G i H
3.Fungi/Metazoa group 4.Fungi 5.Ascomycota
| | 6.Pyrenomycetes 7.Diaporthales 8.Valsaceae
A 5' 31

9.Cryphonectria 10.Cryphonectria parasitica
October, 2000

Citation and related information available at http://www.rna.ccbb.utexas.edu



