Secondary Structure: Group Il intron

Ei 52 AAAGAUAAAUACUACGGAUUUUUCUGAGUUAAAUAAAUUAAUAGAAAAUA
AUUAUGAUAAUCCAAAAACCAUUAAUAUUAGAAUUUUAAAAUUAAUGUCA
GAUAUUAGAAUGUUAUUAAUUGCUUAUAAUAAAAUUAAAAGUAAUAAAGG

EBS1 UAAUAUAUCUAAAGGUUCUAAUAAUAUUACCUUAGAUGGAAUUAAUAUUU

[AGAAGAl—— CAUAUUUAAAUAAAUUAUGUAAACAUAUUAAUACUAAUAUGUUUAAAUUU

A UCUCCUGUUAGAAGAGUUGAAAUUCCUAAAACAUCUGGAGGAUUUAGACC
UUUAAGUGUUGGUAAUCCUAGAGAAAAAAUUGUACAAGAAAGUAUGAGAA

G UAAUUUUAGAAAUUAUUUAUAACAAUAGUUUUUCUAAUUAUUCUCAUGGU

G UUUAGACCAAACUUAUCUUGUUUAACAGCUAUUGUUCACUGUAAAAAUUA

u-G UAUGAAACACUGUAAUUGAUUUAUUAAAGUAGAUUUAAAUAAAUGUUUUG

u-c AUACAAUUCCACAUAAUAUGUUAAUUAAUGUAUUAAAUGAAAGAAUCAAA

A-uU GAUAAAGGUUUCAUUGAUUUAUUAUAUAAAUUAUUAAGAGCUGGAUAUGU

u-—A UGAUAAACAUAAUAAUUAUCAUCAUACAACUUUAGGAAUUCCUCAAGGUA

G-cC GUGUUGUCAGUCCUAUUUUAUGUAAUAUUUUCUUAGAUAAAUUAGAUAAA

u-—A UAUUUAGAAAAUAAGUUUGAGAAUGAAUUCAAUACUGGAUCUAUGUCUAA

G-cC UAGAAGUAGAAAUCCAAUUUAUAAUGAUUUAUCAUCUAAAAUUAGAAGAU

u-c GUAAAUUAUUAUCUAAUAAAUUAAAAUUGAUUAGAUUAAGAGACCAUUAC

u-—A CAAAGAAAUUUGGGAUCUGAUAAAAACUUUAAAAGAGCUUGUUUUGUUAG

c-oc AUAUGCUGAUGAUAUUAUCAUUGGUGUAAUGGGUUCUCAUGAUGAUUGUA

G+Uuy AAAAUAUUUUAAACGAUAUAAAUAAUUUCUUAAAAGAAAAUUUAGGUAUG
UCUAUUAAUAUAGAUAAAUCCAUUAUUAAACAUUCUAAAGAAGGAGUUAG

A UUUUUUAGGGUAUGAUGUAAAAGUUACACCUUGAGAAAUAAGACCUUAUA
v GAAUGAUUAAAAGAGGUGAUAAAUUUAUUAGGGUUAGACAUCAUACUAGU
EBS2 UUAGUUGUUAAUGCCCCUAUUAGAAGUAUUGUAAUAAAAUUAAAUAAAAA
v UGGUUAUUGUUCUCAAGGAAUUGUAGGAAAACCCAGAGGGGUUGGAAGAU
A UAAUUCAUGAAGAAAUGAAAACCAUUUUAAUGCAUUACUUAGCUGUUGGU
cuyc AGAGGUAUUAUAAACUAUUAUAGAUUAGCUACCAAUUUUACCACAUUAAG

AGGUAGAAUUACAUACAUUUUAUUUUAUUCAUGUUGUUUAACAUUAGCAA
GAAAAUUUAAAUUAAAUACUGUUAAGAAAGUUAUUUUAAAAUUCGGUAAA
GUAUUAAUUGAUCCUAAUUCAAAAGUAAGUUUUGGUAUUGAUGAUUUUAA
AAUUAGACAUAAAAUAAAUAUAACUGAUUCUAAUUAUACUCCUGAUGAAA
UUUUAGAUAGAUAUAAAUAUAUGUUACCUAGAUCUUUAUCAUUAUUUAGU
GGUAUUUGUCAAGUUUGUGGUUCUAAACAAAAUUUAGAAGUACAUCAUGU
AAAAAUAUUAAAUAAUGCUGCCAAUAAAAUCAAAAAUGAUUAUUUAUUAG
GUAGAAUGAUUAAGAUAAAUAGAAAACAAAUUACUAUCUGUAAAACAUGU
CAUUUUAAAAUUCAUCAAGGUAAAUAUAAUGGUCCAGGUUUAUAAUAAUU
AUUUUAAACUAU_3’

t) 5'- UUGAAGUGUUAAUUGAUAAACACAUCUCUGUUUAUUCAAUCAAUGAAAAC
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v Kluyveromyces lactis:

Mitochondrion OX1[i1]
(X57546) (lI1A)

1.Eukaryota 2.eukaryote crown group
3.Fungi/Metazoa group 4.Fungi
5.Ascomycota 6.Saccharomycetales
7.Saccharomycetaceae 8.Kluyveromyces
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