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Secondary Structure: Group II intron

Zea mays:
             Mitochondrion  OX2(i1)
(V00712)   (IIA)
1.Eukaryota 2.eukaryote crown group 
3.Viridiplantae 4.Streptophyta 
5.Embryophyta 6.Tracheophyta 7.euphyllophytes 
8.Spermatophyta 9.Magnoliophyta 10.Liliopsida 
11.Commelinidae 12.Poales 13.Poaceae 14.Zea 
October, 2000

Citation and related information available at http://www.rna.ccbb.utexas.edu

5’ 3’

’

a

u

c

a

a

u

g

g

u

a

u

c

g

g

a

GUGCG

CCUC
UUAA

CGAGGG
U
G
A
U

U
UAAGU

G
C

A A
C
G

AA
A

U
G

U

A

C

C

G

G

U

G

G

UUCGC

G

A

A

GCA
U
C
U
G
G
C

U UA
C

C
G

G
U
C
A
U
C
U
C
C
C

A
U

U
C

C
C

GUCG
U
C
G

AG
A
G
A
C

U
A
A
A
A
GA

A
C

U
A

U

A
G

C
A U G

C
C
A
G
A

A
A
C
G

G
G
G
A
G
UUG

A
G

G
U
G
G
U

U
A

G A C C U A
U

A
C
C
C
C
G

A
A

AUG
C
U
C
C
C

A G C

A

U

A

G
G

A
G
C
C
U

A

U

G
G
U
U
C

C
A

U

U
C

U
U
G
U

U
A
U

U
G
C
U
G

GAGG
U

ACA
C

A

U

A
C C U C U

U
C

U
C
G

G
U
G
U

G
G
U

G G A
G
C
G

A
U
A
UA
C
G
A

A
A
A A U A G A

U

G

C

U

A
A
G
C
C
C
GCA

A
U
G

U C C G A U A

A
C
G
G

G
G
C
U
U

C
A
G
U
A

GUGAA

UCUAU

C
G
G
C
A

C C A C A
G
C

AGUGG

C

A
U

A
C
A
A

C

U

U

U
G
G
A
C
C

U
A

A
G
G
G
C C G G C C

C
C

G
U

U
A
C
C U U U C G

G A A U
G G G G

G A U
C
C
C
C
G

U
U

G
G
CAACAAC

C
A

C
G

G
U

A
G

U
A
G
U
U
G
C
G
G
A
A

C
U

A
C

U G G G C C A A G A G A G GA
C

A
A

C
C
U
G
U
U
G
U
U
C
C
U

G
C

U
C

C
U

C
C

UUCUUCG
C
U

U
C
G
G
G
G
A C G G A G

G
U

C
C

U
A

C
G
G
UA

G
G

U
A
A
G
A

G
C A C G C A C

A
A
G
C
A

C
U

U
GG

C
C
G
A
A

G
G

G
G

A
C

C

A

G C G C U U
C

U
A

C U

C C U C C A C C G A G G A G C C G U U C U U G C G A G A A G

C A A G G G A U G U C G U G A A C G G U G G G A G G U C A A

A G A A A G A G A A U U G A C C U C U G A A U A C A G U G A

U C C U A U G A U C U A G A U A G A C U C C G U C C U U U U

U U U U U A G A U A A G G G U G A C U C A A G A G G G G G G

A G A A C U A C C U A A C U A A A G A A G A A U A G C G C U

C U U U A A A A A U A

AG
A

G
U

AGGCGU

G

G

A

G
A

G
C

U
U

U
U

U

G
C

G
G

G
G

A
AA

C
U

U
G

CA
A
G

U
C

A
A

G
U

U
UGGG

G
G
G

A
G
G
C
G

GG
C
G
U
C
G

A
C
C
C
AAC

c

u

u

a

u

g

a

g

u

a

u

u

c

g

g


