
Secondary Structure: large subunit ribosomal RNA - 5’ half

Reclinomonas americana:
Mitochondria

Domain: Bacteria
Eucarya lineage:histidonid flagellate

Release: February 1998 (AF007261)
Sequence:G.Burger(OGMP)
Structure: M.N.Schnare(GOBASE),R.R.Gutell
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