Secondary Structure: large subunit ribosomal RNA - 5’ half
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Triticum aestivum: Mitochondrion

UUUUCAUCAAAAGAAAUCCGAAGCG
GUUUCAUUCGAUUUGUUGUGGAUUG
GAUGAUGGAAAAACCAGCAAGCAGC
AAGCGUAGUUAGAAAAGUUGCCGUA
GCGCGCCCUACGGAGUUGUACAAAG
UCAGCAACCGUUUUGGGGCGCAAGC
AUAGGCAACACAGGACUGAUGACGG
GGUGGGGCGCGCAGUGAACUGGUUU
ucu

Domain: Bacteria
Eucarya Phylum: Plantae, Angiospermophyta
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