large subunit ribosomal RNA - 3’ half

Secondary Structure
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6.Actinomycetales 7.Corynebacterineae 8.Mycobacteriaceae
9.Mycobacterium 10.Mycobacterium tuberculosis complex

3.Firmicutes 4.Actinobacteria 5.Actinobacteridae
September 2000

Mycobacterium tuberculosis

(Z273902)
1.cellular organisms 2.Bacteria
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