Secondary Structure: large subunit ribosomal RNA - 5’ half

Citation and related information available at http://www.rna.icmb.utexas.edu
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Oenothera berteriana: Mitochondrion
Domain: Bacteria

Eucarya Phylum: Plantae, Angiospermophyta
Release: 2.3 (May 1997)
(X02559)
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UUUGAAGAAAAACAAACACGCCGUUUAG.
CCAGCCUCUCCUGUUGAGUCGAGUUACU
GUUCCUCAGCUUCGUGUUCACUUCUUUU
GCCAGGUUUCAUUCGAUUUGUUGUGGAUUG
GAUGAUGGAUAAACCAGCAAGCCGCCGCUC
UUUCCUAAAGGUAAAGGAGCAACAUGCCAC
UCGACCAACGGGAGAGGAGCGAAAGCAGUG
AACUGUAAUUGU
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