Secondary Structure: large subunit ribosomal RNA - 5’ half

U A
A%
A AcccACcau u—a & CGUA
A T WUha an
GAUuCGGUUGUAG AUGCUUCUUUUC  GGAC CUGU G
G — A ENEEEEEEER  EEER Tt A
A ACUGAGGAGAAG==UCUG GACGA
c AaU A U
CmG
AcAA AAAU CmG AA
G G GUCUGU G GAGGGAAAU
A G L - eei e N
CacC (¢} CAGACGU GAAGCCAUG U
G UyaG A—U
u A—=U
U G—C
G G—C
¢ A=U,
G AU A A
U ¢ Ya u v
G u u c-oc
Y u u G- U
G Gmc G—C
G GmC A A
A AmU R
CmG vu AG\ A
AA =
6 A GAU aY cl &’ % A GACG(i\\UC
UAcu"Gec GG CCGUUGUUUUU c**uceacae e
AT [ RERERRRRER 1 el-lle c
C..G A CCG CCA=G®CTGGCGACAAAAG A G UG, UCUUCG G
Cc%"c AU G—C A A
ApnG
u
UG
<c G
UA\UA cYccGcccace
UA S C 11 e
A
ARy
u
uUu-—A
G—C G
G—C c
A G u
A A [
u u cmg
cC—G CU u GmC
G—C c N A GeG
cA=U A\GG GmC
c—6G clu AmU
CAg A-U AQlG AmU
G - . C G
A g% Cch ASWY Um A
G, ¢ G U= A
G U
A G -
A ] o3 G
& E
A {>
D >
(] >
AmUU
UmA
GmC
cmG
u A
G u G
Amy AChY
UmG acY\ 8
GmC \
~ ! UmA O '.cuuY B {>
& AmUy
~& UmG u A
SLay yCAcmc U
v e AG Gmc Y G, an Y
é\hlf o= UAGGGCG GGUU "GUUG, yz-4A
Ca'G Gmc A EENEO e A G -
UGOAG g g AGUCUGA A /tl
u
A UmA G A U - GAA G G
& & Gmy cmG c—¢& G - UA
UmG GmC ¢Z¢é G—C
cCn A G-uU Aq AC G—=2¢ e6-¢
G—C U-—A
Um A U-G
Cum A G—Cp A -2 U-.G
ACw g u GAA SZs U—A
A C A GGuUU GGUGCGGU dZa
Qe A mEEE  EREREEO ¢cz¢
Angc CCAG UCACGCAA =@
Gy G, .G
S AG A U
-, U
Ca Y A G
UG
Ug G A G
A WA A
A c G
G GAAAU U u
Cm AU P GehcY AGAACC—G
AUC.GG e mo
v GCCCACGAAAAGU G—C
Ga'G WAG—C
Gu C A
Ga'C
c ¥c AGe
Uo A n
G CC
Enterococcus faecalis y
Y%
(X79341) g=¢
A =y
! — . . AmU
1.Bacteria 2.Firmicutes 3.Bacillus/Clostridium group ~ c=c
-
4.Bacillus/Lactobacillus/Streptococcus group A=y AUA, oGy
5 —caaAacmGGGeUUGU— 3 LY A
AGGA=CUCC GGU UCUUUCAGAU
5.Enterococcaceae 6.Enterococcus a AeCATONCS  Soy Vguuucacay

G a G uccu GGAGGAuCCAcAGAAGGUGUA
A

January 2000

Citation and related information available at http://www.rna.icmb.utexas.edu



