Secondary Structure: large subunit ribosomal RNA - 5’ half

Citation and related information available at http://www.rna.icmb.utexas.edu

u
c,@c c
A GGAAUcce
A [} K (R
G CCgGUGGC
G
UA Ag
G
A
C
cAG
A
G
A
uyu
A
c
u
u
G
G
u
u
G
u
G
G
AA
A U
A A
U U
Uu-—A
G—C
A—=U
A—=U
UG A, A—uU
A c C—G
6% Cnn 0T ¢
G
c’
G

u
u

A
GU
Il

A
Aca’uud
[N

GA
cYGGU
c 111
UuCCAA

ACU AGC CA
GU G

(o3

A
G
G
G
c
A
=G
=C
G

>occococ

>
e}

Phytophthora megasperma

Domain: Eucarya
Kingdom: Protista
Phylum: Oomycota
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