Dlscoverles and Applications: Alighment Editor
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Select the specific Taxonomy to jump to in the list below

- oot (5339 ¢ 4400 CP000946_n GC GG CC GU A GC GCGGU -G GUCC

* cellular organisms (5935)

e 10 Escherichia coli CFT073
AE016764
AE016770_b
AE014075_f
AE014075_k
AE0140735_t
AEQ016769_b
AEQ016770_h
AE014075_c
AE014075_q
AEQ016755_b
AE014075_n
AEQ016767
AEQ16770_e
AE014075_b
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Firmicutes (3) (1837)
Fusobacteria (26)
Nitrospirae (8) (8)
»  Planctomycetes (11)
~ Proteobacteria (3) (2977)
*  Alphapn teobadena (5) (442)
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¥ delta/epsilon subdrvmons (22t
~ Gammaproteobacteria (7) (19
Acidithiobacillales (7)

»  Aeromonadales (32)
Alteromonadales (8) (262)
Chromatiales (3) (20)

v Enterobacteriales (891)
~ Enterobacteriaceae (11

¥ Buchnera (10)

»  Citrobacter (16)

»  Cronobacter (16)

*  Dickeya (24)

v Edwardsiella (36)

»  Enterobacter (17)
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Sl ¢ 4415 CP001637_c
4416 CP001637_j

Level: 3 ¥ NOB OVI NRI SIL - 4283 /5935 : 5935 rows




